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10 30 50 

CGATCGCCCAGCACCMGTCCGCTTCCAGGCTTTCGGTTTCTTTGCCTCCATCTTGGGTG 

CGCCTTCCCGGCGTCTAGGGGAGCGAAGGCTGAGGTGGCAGCGGCAGGAGAGTCCGGCCG 

130 150 170 

CGACAGGACGAACTCCCCCACTGGAAAGGATTCTGAAAGAAATGAAGTCAGCCCTCAGAA 

190 210 230 

ATGAAGTTGACTGCCTGCTGGCTTTCTGTTGACTGGCCCGGAGCTGTACTGCAAGACCCT 

250 270 290 

TGTGAGCTTCCCTAGTCTAAGAGTAGGATGTCTGCTGAAGTCATCCATCAGGTTGAAGAA 

• 310 330 S A E V 1 H 3§0 V E E 

GCACTTGATACAGATGAGMGGAGATGCTGCTCTTTTTGTGCCGGGATGTTGCTATAGAT 
ALDTDEK EMLLFLCRDVAID 

370 390 410 

GTGGTTCCACCTAATGTCAGGGACCTTCTGGATATm 
VVPPNVRDLLDI LRERG KLS 

430 450,/ 470 

GTCGGGGACTTGGCTGAACTGCTCTACAGAGTGAGGCGATTTGACCTGCTCAAACGTATC 
VGDLAELLYRVRR FDLLKRI 

490 510 530 

TTGAAGATGGACAGAAAAGCTGTGGAGACCCACCTGCTCAGGAACCCTCACCTTGTTTCG 
LKMDR KAVETHLLRNPHLVS 

550 570 590 

GACTATAGAGTGCTGATGGCAGAGATTGGTGAGGATTTGGATAAATCTGATGTGTCCTCA 
DYRVLMAEIGEDLDKSDVSS 

610 630 650 

TTAATTTTCCTCATGAAGGATTACATGGGCCGAGGCMGATMGCMGGAGMGAGTTTC 
LIFLMKDYMGRGKI SKEKSF 

670 690 710 

TTGGACCTTGTGGTTGAGTTGGAGAMCTAMTCTGGTTGCCCCAGATCAACTGGATTTA 
LDLVVELEKLNLVAPDQLDL 

730 750 770 

TTAGAAAAATGCCTAAAGAACATCCACAGAATAGACCTGAAGACAAAAATCCAGAAGTAC 
LEKCLKN IHRIDLKTKIQKY 

790 810 830 

AAGCAGTCTGTTCAAGGAGCAGGGACAAGTTACAGGAATGnCTCCAAGCAGCAATCCAA 
KQSVQGAGTSYRNVLQAAIQ 

850 870 890 

AAGAGTCTCMGGATCCTTCAAATAACTTCAGGCTCCATMTGGGAGMGTAAAGAACAA 
KSLKDPS NNFRLHNG RSKEQ 

910 . 930 950 

AGACTTAAGGAACAGCTTGGCGCTCAACAAGAACCAGTGAAGAAATCCATTCAGGAATCA 
RLKEQLGAQQEPVKKSIQES 

970 990 1010 

GAAGC I I I I I IGCCTCAGAGCATACCTGAAGAGAGATACAAGATGAAGAGCAAGCCCCTA 
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GGAATCTGCCTGATAATCGATTGCATTGGCAATGAGACAGAGCTTCTTCGAGACACCTTC 
G ICL I IOCIGNETELLRDTF 

1090 1110 1130 

ACTTCCCTGGGCTATGAAGTCCAGAAATTCTTGCATCTCAGTATGCATGGTATATCCCAG 
TSLGYEVQKFLHLSMHGISp." 

1150 1170 1190 

ATTCTTGGCCMTTTGCCTGTATGCCCGAGCACCGAGACTACGACAGCTTTGTGTGTGTC 
I LGQFACMPEHRDYDSFVCV 

1210 1230 1250 

CTGGTGAGCCGAGGAGGCTCCCAGAGTGTGTATGGTGTGGATCAGACTCACTCAGGGCTC 
LVSRGGSQSVYGVDQTHSGL 

1270 1290 1310 

CCCCTGCATCACATCAGGAGGATGTTCATGGGAGATTCATGCCCTTATCTAGCAGGGAAG 
PLHH IRRMFMGDSCPYLAGK 

1330 1350 1370 

CCAMGATGTTTTTTATTCAGAACTATGTGGTG^ 

1390 1410 1430 

CTCTTGGAGGTGGATGGGCCAGCGATGMGMTGTGGMTTCAAGGCTCAGAAGCGAGGG 
LLEVDGPAMKNVEFKAQKRG 

1450 1470 1490 

CTGTGCACAGTTCACCGAGAAGCTGACTTCTTCTGGAGCCTGTGTACTGCGGACATGTCC 
LCTVHREADFFWSLCTADMS 

1510 1530 1550 

CTGCTGGAGCAGTCTCACAGCTCACCGTCCCTGTACCTGCAGTGCCTCTCCCAGAAACTG 
LLEQSHSSPSLYLQCLSQKL 

1570 1590 1610 

AGACMGAMGAAMCGCCCACTCCTGGATCnCACATTGMCTCMTGGCTACATGTAT 
RQERKRPLLDLHIELNGYMY 

1630 1650 1670 

GATTGGAACAGCAGAGTTTCTGCCAAGGAGAAATATTATGTCTGGCTGCAGCACACTCTG 
DWNSRVSAKEKYYVWLQHTL 

1690 1710 1730 

AGAAAGAAACTTATCCTCTCCTACACATAAGAAACCAAAAGGCTGGGCGTAGTGGCTCGC 
RKKLILSYT* 

1750 1770 1790 

ACCTGTAATCCCAGCACTTTGGGAGGCCAAGGAGGGCGGATCACTTCAGGTCAGGAGTTC 

1810 1830 1850 

GAGACCAGCCTGGCCAACATGGTAAACGCTGTCCCTAGTAAGAGTGCAAAAATTAGCTGG 

1870 1890 1910 

GTGTGGGTGTGGGTACCTGTGTTCCCAGTTACTTGGGAGGCTGAGGTGGGAGGATCTTTT 

1930 1950 1970 

GAACCCAGGAGTTCAGGGTCATAGCATGCTGTGATTGTGCCTACGAATAGCCACTGCATA 

1990 2010 2030 

CCMCCTGGGCMTATAGCMGATCCCATCTTTTTAAAAAAAAAAAAAAAAAAA 



FIG.1B 



3/11 



MD f]SRNj[]YD|rtD3LflSED|_AS|LK 

MKSQGQf^YSSSDKNCKV^EI<LLl|lJ)SN.GV#^LK 
MSAEVIH- QVE^IlWDEKENDl 



huFLICE(U58143) 
HuMch4~(U60519) 
HSALZIIXprotein 
HCEBJ50XXprotein 



24 
41 
23 
2 



TiiljY Il^lff© 3 1 l<raLM□QR|^G||KR^|^NL^ h uF L I CE ( U58 1 43 ) 



FLCIGLVPMKK 



E<SSS4SDV 



FLCRDlVAI DVVPPNVRlDF — I 



Eh _ -AEDULSfflDpFTLA 
Diy^GiyVGH---|LA 



HuMch4(U60519) 
HSALZIIXprotein 
HCEBJ50XXprotein 



64 

81 

57 
2 



Ei_qni 

ELLYlllR] 



DLUITYpsjTRlKEEyE 
■j^LL-QHLNCTlKEEV ' 



ELLYR| VpR|F]DLLKRI kMDRKAVE 



jMQTplGp^QlSA^R 
iRLL--PTyQR|VSLnR 

rTyjRNg — Hi_|vgD^R 



huFLICE(U58143) 
HuMch4(U60519) 
HSALZIIXprotein 
HCEBJ50XXprotein 



103 
117 
95 
2 




EVSRgELR^KjTqOEE 
If F 



Gl HSENLKDMl IFLLKDlSLPk 
IGEDLDKSDVSSLIFL 
AEIGEDLDKSDVSSLIFL 



ISj<lLDDDMNLp)l huFLICE(U58143) 
— -TB mTSILIsF HuMch4(U60519) 
~ HSALZIIXprotein 
HCEBJ50XXprotein 



:dymcr 



iKISKEKSFLDL 



DYMgRiGK I SKEKSFLDL 



143 
153 
135 
39 



FlEMp&VILGE 

LAhLEK PGKID iDI 
WELEKLNLVA^ 




RVCAG(jNKSp3l- 



VVELEKLNLVA 



VVPKLLRN- 



DQLDLLEKCLKNIHRI 
DQLDLLEKCLKNIHRI 




DMz— 

_ YK__ 

dLktkiqkykq? 
dlktkiqkykqs 



huFLICE(U58143) 
HuMch4(U60519) 
HSALZIIXprotein 
HCEBJ50XXprotein 



FIG.2A 



4/11 



179 
190 
175 
79 



^E<A 



efskerssHDegspdeBs- 
iqivtppvdkeaesyq- 



VQGAGTSYRN 
VQGAGTSYRk 



VLQ AA I QKSLKDPSNNFR 
VLQAA I QKSLKDPSNNFR 



NGJlEL 

GEEEL 

hngrsk™ 



huFLICE(U58143) 
HuMch4(U60519) 
HSALZIIXprotein 
HCEBJ50XXprotein 



204 
215 
215 
107 



GVMTI 



DSRREQD3ESQT LDKVY3 




V|SQ| 

EQLGAyQEPVKKSI 
1PVKKSI 



KTFLEALP 



Q 



VYOMKSKP 
RAAVYRmRNH 



G ESE AFLPQS I PEE R YKMKSKPLG I 



ISE AFLPQS I PEE? KKMKSKPLG I C 



KSKPj R 

iRrnhr; 



huFLICE(U58143) 
HuMch4(U60519) 
HSALZIIXprotein 
HCEBJ50XXprotein 



237 
244 
255 
141 



ylilvrsNHSF 



LII 
LI ID 



EC 



IG 
IG 



AKAREKVPKLHs 




IRDRN 
.KDRQ 



d*/Gt|it|ee 
daeIijl^f 



ET 



FQW 



ELLRDTFTS 



ET ELLRDTFTS 



huFLICE(U58143) 
HuMch4(U60519) 
HSALZIIXprotein 
HCEBJ50XXprotein 



277 
274 
274 
160 



L 

L 
LGY 



I KPiHjDDCTVECQYE[rLk I YQ-LMDp|SNM0Cp|l0C I L h uFL ICE ( U58 1 43) 
H^NVTKVEMEMMUQKDKg ^HTObldF WC I L HuMch4 ( U605 1 9 ) 



r E 



;vqkf 



lgy:vqkf 



LHLSMHG I SQ I LGQFACMPEHRDYDSF VCVL V 
HLSMHGISQILGQFACMPEHRDYDSFVCVLV 



HSALZIIXprotein 
HCEBJ50XXprotein 




GQEP-- 

:ali- 



SVYGVDQTHSGLPLHH 
SVYGVDQTHSGLPLHH 



iyEL tBqFtglM 
ir:i1ms j ftP 



IR^F 
IRW 



AGKPK 
_A0<PK 
SCPYLAGKPK 
SCPYLAGKPK 



huFLICE(U58143) 
HuMch4(U60519) 
HSALZIIXprotein 
HCEBJ50XXprotein 



FIG.2B 



5/11 



354 


V 


FFIQAC 


352 


L 


FFIQAC 


354 


M 


FFIQhY 


240 


MFFIQNY 



-Q 
-QG 



DNYQKGIPV|E|riSEEQPYL|MDLSSPQTR 
[EIQfflVS I|EhbkNPEQAPTSLiOlDS — 



'VVS I 3QLEDSSLLE VDGPAMKNVEFKAQKRGLC 
f VVSPbQLEDSSLLEVDGPAMKNVFFKAQKRni C. 



huFLICE(U58143) 
HuMch4(U60519) 
HSALZ11Xprotein 
HCEBJ50XXprotein 



392 
387 
394 
280 



y i pd£adfllg|^nncMsyrnpae 

- I PA IADFLLGLAT VPGY VSFRHVEE 



TVHR 



eadffwsl: 



tvhreadffwsl:fadms 



FADMS 



.EQSHSS 
.EQSHSS 



TwHiBsDcis _ 

gWlYllbsUCNH 
SLYLQ0LSQKLRQ 
SLYLQC.SQKLRQ 




huFLICE(U58143) 
HuMch4(U60519) 
HSALZUXprotein 
HCEBJ50XXprotein 



432 
426 
434 
320 



RCPpGptDILfT 
LVRRNEilLS 
— ERkRPLjLjDLHl£(_| 



iltevn[^e|vs|nk 
iltRm 



D DK <NMGKQMPQPT]FTL: 
DDjVSjRRVQKpGTKKQMPQPAFTL 



ERkRPLjLjDLH I^G^YDWNSRVS ARE(<|YYVWDQ 
ERG)- T IPfep SGITES < DMHFSSL GC 




huFLICE(U58143) 
HuMch4(U60519) 
HSALZUXprotein 
HCEBJ50XXprotein 



471 
465 
472 
345 



RKKLVF 
RKKLVF 

rkkl[Tl 

L 



SD 

JVPLDALgl 
— SYTD 
— DVLD 



huFLICE(U58143) 
HuMch4(U60519) 
HSALZUXprotein 
HCEBJ50XXprotein 



FIG.2C 



6/11 




7/11 



10 30 50 

GCGAGCTTGCAGCCTCACCGACGAGTCTCAACTAAAAGGGACTCCCGGAGCTAGGGGTGG 

70 90 110 , 

GGACTCGGCCTCACACAGTGATTGCCGGCTATTGGACTTTTGTCCAGTGACAGCTGAGAC 

130 150 170 

AACAAGGACCACGGGAGGAGGTGTAGGAGAGAAGCGCCGCGAACAGGCATCGCCCAGCAC 

190 210 230 

CAAGTCCGCTTCCAGGCTTTCGGTTTCTTTGCCTCCATCTTGGGTGCGCCTTCCCGGCGT 

250 270 290 

CTAGGGGAGCGAAGGCTGAGGTGGCAGCGGCAGGAGAGTCCGGCCGCGACAGGACGAGTG 

310 330 350 

CTGATGGCAGAGATTGGTGAGGATTTGGATAAATCTGATGTGTCCTCATTAATTTTCCTC 
MAEIGEDLDKSDVSSLIFL 

370 390 410 

ATGAAGGATTACATGGGCCGAGGCAAGATAAGCAAGGAGAAGAGTTTCTTGGACCTTGTG 
MKDYMGRGKISKEKSFLDLV 

430 450 470 

GTTGAGTTGGAGAAACTAAATCTGGTTGCCCCAGATCAACTGGATTTATTAGAAAAATGC 
VELE. KLNLVAPDQLDLLEKC 

490 510 530 
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CTAAAGAACATCCACAGAATAGACCTGAAGACAAAAATCCAGAAGTACAAGCAGTCTGTT 
LKNIHRIDLKTKIQKYKQSV 
550 570 590 

CAAGGAGCAGGGACAAGTTACAGGAATGTTCTCCAAGCAGCAATCCAAAAGAGTCTCAAG 
QGAGTSYRNVLQAAIQKSLK 
610 630 650 

GATCCTTCAAATAACTTCAGGGAAGAACCAGTGAAGAAATCCATTCAGGAATCAGAAGCT 
DPSNNFREEPVKKSIQESEA 

_ 670 690 710 

TTTTTGCCTCAGAGCATACCTGAAGAGAGATACAAGATGAAGAGCAAGCCCCTAGGAATC 
FLPQSI PEERYKMKSKPLGI 

730 750 770 

TGCCTGATAATCGATTGCATTGGCAATGAGACAGAGCTTCTTCGAGACACCTTCACTTCC 
CLIIDCIGNETELLRDTFTS 

790 810 830 

CTGGGCTATGAAGTCCAGAAATTCTTGCATCTCAGTATGCATGGTATATCCCAGATTCTT 
LGYEVQKFLHLSMHGISQIL 

850 870 890 

GGCCAATTTGCCTGTATGCCCGAGCACCGAGACTACGACAGCTTTGTGTGTGTCCTGGTG 
GQFACMPEHRDYDSFVCVLV 

910 930 950 

AGCCGAGGAGGCTCCCAGAGTGTGTATGGTGTGGATCAGACTCACTCAGGGCTCCCCCTG 
SRGGSQSVYGVDQTHSGLPL 

970 990 1010 

CATCACATCAGGAGGATGTTCATGGGAGATTCATGCCCTTATCTAGCAGGGAAGCCAAAG 
HHI RRMFMGDSCPYLAGKPK 

103 0 1050 1070 

ATGl 1 1 1 1 IATTCAGAACTATGTGGTGTCAGACGGCCAGCTGGAGGACAGCAGCCTCTTG 
MFFIQNYVVSDGQLEDSSLL 

1090 1110 1130 

GAGGTGGATGGGCCAGCGATGAAGAATGTGGAATTCAAGGCTCAGAAGCGAGGGCTGTGC 
EVDG PAMKNVEFKAQKRGL C 

1150 1170 1190 

ACAGTTCACCGAGAAGCTGACTTCTTCTGGAGCCTGTGTACTGCGGACATGTCCCTGCTG 
TVHREADFFWSLCTADMSLL 

1210 1230 1250 

GAGCAGTCTCACAGCTCACCGTCCCTGTACCTGCAGTGCCTCTCCCAGAAACTGAGACAA 
EQSHSSPSLYLQCLSQKLRQ 

1270 1290 1310 

GAMGGGGGACMTTCCCGGMGTGGMTTACAGAGTCAAAGGACATGCATTTTTCAAGe 
ERGTI PGSG ITESKDMHJL.S S 
1330 1350 1370 

CTCGGATGCATCTTACTAGATGTCCTATAGGATGGTCATATCAGCTTTATAGGAGAGTAG 
LGCILLDVL* 

1390 1410 1430 - - 

CTGTGTCCCTGMTTCTCCCTGACACTGCATGCTCTTATATTTCCTCAAGTTTTGACAAT 

1450 1470 1490 

TTGATAGGTGAAAAGTGGTATCTGACTGTTCAGATCTGGAAGGCTTTGTTATATAAACAT 

„ 1510 1530 1550 

1 1 1 l I IMTGTTTATTGGCAAGAATACTTTTCTAAGAGAAACATCAGTGAGCTGGTTTCC 

1570 1590 1610 

ATTTMGCTGMTGMGCCACMTGTACCTCMGTATMGATTAACTGGCCTTTTTCAGT 

1630 1650 1670 

TGCACTCTAATTACAATTTAGAATGATGTTTCTGAGCCACCTGTCAAATGCATTCTGGGC 
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1690 1710 1730 

TGTACCTCTGCGTACCCCAGGAATAAATCTCATGGCCTTCTTTACCTGGCCTCCTTAGTG 

1750 1770 1790 

GTGGCCCAGCAGGAAGCGGGGGTTAGAGCAGGAGCCACTCAGCCTTCCAAGATAGATACT 

1810 1830 1850 

CCATGGGCCGGTGGTATTACTGGCCTTTTGAGCCCATCCCCATTTGCATAGATGATCCAC 

1870 1890 1910 

GTGGGTTATCATCTGGCTGGTATGTTCCCAGAGTGAAACTCAGCAGCCCCTTGAGGGAGG 

1930 1950 1970 

GGATGGTGGCCATCAGGCCAGAGTATTGCMGTTAGTTTGGATCATTTGCTAAGCAGCTT 

1990 2010 2030 

GTGGTGCCTTCAGAMGGMCAGTTTCAMGMCTTTCACATCTGTTGGCTCATTTCGCC 

2050 2070 2090 

CTMTGACAGTCTTCTCTTTGATATTTGCATGGCATTAMTTTTGCCTTTCTTGTTTTCT 

2110 2130 2150 

CCAGAAAACGCCCACTCCTGGATCTTCACATTGAACTCAATGGCTACATGTATGATTGGA 

2170 2190 2210 

ACAGCAGAGTTTCTGCCAAGGAGAAATA7TATGTCTGGCTGCAGCACACTCTGAGAAAGA 

2230 2250 2270 

AACTTATCTCTCCTACACATAAGAAACCAAAAGGCTGGGCGTAGTGGCTCGCACCTGTGA 

2290 2310 2330 

TCCCAGCACTTTGGGAGGCCGAGGAGGGCGGATCACTTCAGGTCGGGAGTTCGAGACCAG 

2350 2370 2390 

CCTGGCCAGCATGTGAACGCTGTCCCTAGTAGAAGTGCAAAAATTGGCTGGTGTGGGTGT 

2410 2430 2450 

GGGTACCCTGTATTCCCAGTTGCTTGGGGGGCTGAGGTGGGAGGATCTTTTGACCCCAGG 

2470 2490 2510 

AGTTCAGGGTCATAGCATGCTGTGATTGTGCCTACGAATAGCCACTGCATACCAACCTGG 

2530 2550 2570 

GCAATATAGCMtaATCCCATCTCTTTAAAAAAAAAAAAAAAAGGACAGGAACTATCTTAA 

2590 

AAAAAAAAAAAAAAAAA 
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